Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.028; wR factor = 0.077; data-to-parameter ratio = 15.1.
The title dinuclear complex, [Cu 2 Br 2 (C 12 H 14 N 4 S 2 ) 2 ], is located about an inversion center. The Cu I ion is coordinated in a distorted tetrahedral geometry by two bridging Br atoms in addition to an N and an S atom from the 2-[(4,6-dimethylpyrimidin-2-yl)disulfanyl]-4,6-dimethylpyrimidine ligand. In the crystal, -stacking interactions are observed with a centroid-centroid distance of 3.590 (2) Å .
Related literature
For potential applications of heterocyclic thioamides and their metal complexes, see: Battistuzzi & Peyronel (1981) ; Holm & Solomon (1996) ; Cox et al. (2006) ; Falcomer et al. (2006) ; Sevier & Kaiser (2006) ; Saxena et al. (2009) . For related structures, see: Lemos et al. (2001) ; Aslanidis et al. (2004) ; Freeman et al. (2008) .
Experimental
Crystal data [ 
À3
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010) . ions, have been shown attention from a number of researchers (Saxena et al., 2009; Cox et al., 2006; Falcomer et al., 2006) because of their interesting biochemical properties and presence in active sites of many metalloproteins (Holm & Solomon, 1996; Battistuzzi & Peyronel, 1981) . Particularly, the formation of disulfide bonds is an essential step in the folding and assembly of the extracellular domains of many membrane and secreted proteins which are important features of the structure of many proteins (Sevier & Kaiser, 2006) .
Di
The molecular structure of the title compound is shown in Fig. 1 . The complex is dinuclear in which the Cu I ions adopt distorted tetrahedral geometries. There is a binuclear µ,µ′-dibromobridged CuBr 2 Cu core. The Cu-S and Cu-N distances are similar to those reported for other thioamide containing complexes (Aslanidis et al., 2004; Lemos et al., 2001 ) and the disulfide bond distances is shorter than that reported in a related compound with a disulfide bond (Freeman et al., 2008) . The 'bite′ angle S-Cu-N angle is 90.77 (7)°. The molecule lies on a crystallographic inversion center which is at the center of the CuBr 2 Cu core with a Cu···Cu separation of 2.7802 (7) Å. This value is close the sum of the van der Waals radii for two Cu atoms (2.8 Å). In the crystal π-π stacking interactions with a centroid to centroid distance of 3.590 (2) Å are observed (Fig. 2 ). In addition, fairly short C(sp evaporate at room temperature. The crystalline complex, which was deposited upon standing for several days, was filtered off and dried in vacuo (yield 75%).
Refinement
The H atoms bonded to C atoms were constrained with a riding model of C-H = 0.93-0.96 Å and with U iso (H) = 1.2U eq (C). The DELU instruction in SHELXL (Sheldrick, 2008) was used without any further parameters. This sets up 'rigid bond′ restraints for all non-hydrogen atom. The dafault standard deviation values are 0.01 and 0.01. This appears to have little effect but it does affect the no of restraints (55) listed in the CIF.
Computing details
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT (Bruker, 2003 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) .
Figure 1
The molecular structure with displacement ellipsoids drawn at the 50% probability level. Unlabeled atoms are related by (-x+1/2, -y+1/2, -z+1). N1A-C1A-N2A 127.9 (3) C3B-C4B-C6B 122.1 (3) N1A-C1A-S1A 110.3 (2) C2B-C5B-H2B 109.5 N2A-C1A-S1A 121.7 (2) C2B-C5B-H4B 109.5
